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Introduction

Contexte et objectif

MY LERD

Multiple MYeloma: an epidemioLOgical study using SNIIRAM Database

Cohorte de patients traités pour un
myélome multiple (MM) en France

Identifiés via la base du Systeme
National des Données de Santé (SNDS)

40 747 patients prévalents de 2014 a
2019, dont 36 241 pour qui I'historique
de traitement a été identifié via un
algorithme d'IA (ATLAS)

La cohorte la plus étendue et la plus
exhaustive de MM en France

Méthodologie et 1er résultats présentés
al'EHA etal'lMW 2021

MY LERD

Multiple MYeloma: an epidemioLgical study using SNIIRAM Database

Objectif

Décrire le taux de passage entre les lignes
de traitement et la prise en charge des
patients atteints de MM
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Méthodes

Identification
des patients
et analyses
statistiques

fi

Identification des patients

Via la cohorte MYLORD

Inclusion des patients incidents MM en 2014
ou 2015 pour avoir suffisamment de suivi

Suivi jusqu’au 31 décembre 2019 (ou
jusqu’au déces)

MYL$RD

Multiple MYeloma: an epidemioLgical study using SNIIRAM Database

Analyses statistiques
Taux de passage entre les lignes

Séquences de traitement

Analyse de survie (via un Kaplan Meier)
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Résultats

Cohorte de patients

5409
patients ayant une ligne 1
sans autogreffe

i

40 747

patients prévalents traités pour un MM (2014 - 2019)
N

ATLAS

36 241

ont leurs lignes réidentifiées par I'algorithme ATLAS

............................. 7 118

incidents MM en 2014 ou 2015
(3557 en 2014 - 3 561 en 2015)

MYL$RD
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1709
patients ayant une ligne 1
avec autogreffe
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Résultats

Caractéristiques des patients

Incidents MM
enh 2014 ou 2015

Hommes Femmes
50,6% 49,4%
3602 patients 3 516 patients
Age médian
al’initiation de la ligne de traitement
71ans
Min 18 Q25 Moyenne Q75 Max 96
62 70 79
Diabéte
1042 patients
Insuffisance rénale
sévére et terminale
2,7% @
190 patients Maladie

cardiovasculaire

et neurovasculaire
. 33,2%
2362 patients

Tumeur solide
concomitante

97% @

687 patients

Focus
L1 sans autogreffe

Hommes Femmes

49,5% 50,5%
G

2 677 patients 2732 patients

Age médian
a I'initiation de la ligne de traitement

75 ans

Min18 Q25 Moyenne Q75 Max 96
&8 73 81

Diabéte

895 patients
Insuffisance rénale
sévére et terminale

3,2% @
172 patients Maladie
cardiovasculaire

et neurovasculaire
38,9%
2102 patients

Tumeur solide
concomitante

10,6% @

571 patients

MYL$RD
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Focus
L1 avec autogreffe

Hommes Femmes
54,1% 45,9%
925 patients 784 patients
Age médian
a I'initiation de la ligne de traitement
60 ans
Min 24 Q25 Moyenne Q75 Max 79
53 58 64
Diabéte
147 patients

Insuffisance rénale
sévére et terminale

11% o
18 patients Maladie
cardiovasculaire
et neurovasculaire
@ 12
260 patients
Tumeur solide
concomitante
6,8% @

116 patients
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Résultats

Courbe de survie

Probabilité de survie

100%

90%

80%

70%

60%

50%

40%

30%

20%

10%

0%

Tous patients
(N=7118)
Age médian: 71ans

L1avec autogreffe
(N=1709)
Age médian : 60 ans

L1sans autogreffe
(N=5409)
Age médian: 75 ans

MYL$RD
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Taux de surviea5ans

75%

49 %

4%

mois
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Résultats

Taux de passage entre les lignes
de traitements des patients
ayant eu une L1 avec autogreffe

L1

100%

1709 patients

L2

63%

1078 patients

Reste en L1
33%

560 patients
Décés

4%

I 71 patients

L3

53%

576 patients

Reste en L2

35%

378 patients
Déceés
12%

124 patients

L4

53%

306 patients

Reste en L3
28% 161 patients

Décés
19% 111 patients

SFH
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Résultats

Taux de passage entre les lignes
de traitements des patients ayant

eu une L1 sans autogreffe u
100%

5409 patients

L2

54%

2 900 patients

Resteen Ll

15%

827 patients

Déces

31%

1682 patients

L3

45%

1295 patients

Reste en L2
26%

764 patients
Décés
29%

841 patients

L4
47% 617 patients

Resteen L3
24% 311 patients

Décés
28% 367 patients

MYL$RD
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Résultats

Taux de passage entre les lignes
de traitements des patients ayant
eu une L1 sans autogreffe

Déces

31%

1682 patients
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. L MYL&RD
Résultats Patients bénéficiant d'une L1 sans
autogreffe et ayant présenté un déces

avant passage en L2

Caracte.rlsthues- N=1682
des patients patients
Hommes Femmes
ayant eu une L1 sans 51.4% 48.6%
autogreffe —
864 patients 818 patients
Age médian
a l'initiation de la ligne de traitement
79 ans
[ o] |
Min 18 Q25 Moyenne Q75 Max 96
n 77 84

Diabéte

337 patients
Insuffisance rénale
sévére et terminale

0,
49% @
82 patients Maladie
cardiovasculaire

et neurovasculaire
52,4%
881 patients

Tumeur solide
concomitante

13,4% @

226 patients
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Résultats

Séquences de traitement des
patients ayant eu une L1 avec
autogreffe

@ BP.BVd
@ MP,MPT
® vmpP
ov

@ rd

@ Dmono
@ vid

@ Rd

® VRd

@ Triplets

@® Autres

Triplets: IRd ; KRd ; DRd ; DVd ; PVd ; DPd ; VRd

\ / o o
o o
e
Multiple MYeloma: an epidemiol Ogical study using SNIIRAM Database

Séquence
principale :

e L1:VTd

e |L2:Rd

e |3:Pd

e L4:Dmono
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Résultats

TTNT des lignes des patients
ayanteu une L1 avec

autogreffe
e Ligne1
e Ligne?2
e Ligne3

TTNT
médian

Probabilité de rester dans la ligne

100%

90%

80%

70%

60%

TTNT: Time to Next Treatment

40%

30%

20%

10%

0%

MYL$RD
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10

12

14

16

18 20 22 24 26 28 30 32 34 36 38

Durée en mois
(depuis le début de la ligne)
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MYLSRD
Résultats i el ot

Séquences de traitement des
patients ayant une L1.sans
autogreffe

@ &r.Bvd Séquence
principale :

@ MP.MPT o L1:VMP

® vmp e [2:Rd

oV e L3:Pd

@ rd p:t?::ts e L4:Dmono

@ D mono

@ Vid

@ Rd

® VRd

@ Triplets

@ Autres

Triplets: IRd ; KRd ; DRd ; DVd ; PVd ; DPd ; VRd SFH - 30 mars au 1er avril 2022



Résultats

TTNT des lignes des patients
ayant eu une L1 sans

au tOg reffe Probabilité de rester dans la ligne

100%
90%
80% e~
70% N,

60% S

TTNT . B

......

40%
30%
20%

10%

e Ligne1

médian - o
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e Lighe?2 0%
e Ligne3

TTNT: Time to Next Treatment

30 32
Durée en mois

(depuis le debut de la ligne)
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Conclusion

YL&RD
MY L&
ma: an epidemioLOgical study using SNIIRAM Database

Multiple MYelo

Role important des données de vie réelle dans ce paysage thérapeutique qui
évolue rapidement

La cohorte générée via I’étude MYLORD montre un réel potentiel pour obtenir
un suivi en vraie vie des patients avec un MM en France (épidémiologie, taux
de passage entre les lignes de traitement, séquences thérapeutiques, ...)

Les patients avec un MM qui décedent apres une L1 sont globalement plus
agés et comorbides que ceux pouvant avoir recours a plusieurs lignes de
traitement

De nombreux patients ne peuvent bénéficier que d’'un nombre limité de lignes
de traitements
- |l parait important d’initier de nouveaux traitements le plus tot possible
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Merci pour votre attention
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Congres EHA 2021

BRD

Epidemiology of multiple myeloma:

data from the french national
health insurance database (SNDS)

EP999

Cyrille Touzeau', Marie Pierres’, Matthieu Javelot?, Caroline Guilmet’, Ludovic Lamarsalle’,
Fanny Raguideau’, isabelle Borget*, Vincent Augusto®, Aurore Perrot®

Background
(MM is ce aninc

disease. Net cancer-specific survival at

5 years after diagnosis of MM was estimated at 47% between 2005 and 2010 in France®. Thanks to
significant improvements of the MM therapeutic management in the past decades, the overall survival of
MM patients tends to increase, and some patients now achieve long:-term remission. This directlyimpacts
the dynamic of MM epidemiology. The world age-standardized MM incidence rate In France was
estimated at 4.1 per 100,000 PY in 2020, based on extrapalations from available regional data. For the first
time, this study provides updated and comprehensive epidemiological data by line of treatments based
anthe naticnwide Franch Naticnal Health Insurance (NHI) databases, called SNDS ("Systame Natianal des
Données de Santé”). These databases include hospital records, primary and secondary care, and deaths,

for 64 million people.

‘The objective of the study is to estimate incidence, prevalence of MM and mortality of these patients,
each year and for each line from 2014 to 2019, based on secondary use of data from the French NIH

databases.

Methods
Design

This is a retrospective observational cohort study of MM patients identified through SNDS from 2014 to
2019. To identify patients with MM, a published algorithm* was used as a base and was expanded to
consider recent evolutions of MM therapeutic management. The rates were standardized using the age
distribution to allow international comparisan. Treatment lines were re-constructed through ATLAS, an

artificial Igorithm adapted on the Smith-Waterman allgnment sequence®
Inclusion criteria

Adult patients affiliated to the General health insurance Scheme (covering around 76% of the French

population) were included f they presented either

ahospital re

MM diagnosis (ICD-

aLong-Term Disease (LTD) status with M

gnosis (1CD-10 C90°), or

from January Ist, 2006 to December 3st, 2019.

Data since 2006 are used to define prevalent and incident patients. Incident MM patients were defined as
patients without MM information (LTD or hospitalization with MM diagnesis codes or MM treatment)
during the 2 years prior to index date. Analysis were conducted only on patients treated and alive on

January 1st 2014,
Exclusion criteria
- Patients with only ICD-10 C90./C90.2/C90.3 and not treated during the follow-up

- Among patients treated with lenalidomide or thalidomide and paired with at least 2 protein
electrophoresis, patients with no hospital stay for MM and with a hospital stay for another reason®

Conclusion

This study e dat

in France and is the first to present recent

e e by line of treatment. Growing prevalence and incidence ates of MM are in accordance

with the estimations k

the French health insurance

databases are a valuable source of data to further study the therapeutic management of MM.

European Hematology Assoc

https://static.hevaweb.com/web/PDF/61ace9b990b06-janssen-mylord-poster-eha2021-epidemio.pdf

S8,

Total MYLORD study population

40,747 patients

treated for a MM between 2014 and 2019

Study population

Characteristics of prevalent patients Frequencies of comorbidities® in prevalent patients

[ ——

paedian age Women abatas. i allure: tant solld
T1years old 50.3% 49.7% b ° by rryen . A%
O - 4,550 patients. 779 patients. 9,992 patients 1632 patients.
- o W @ e
T
Epidemiology
Numbaer of patiants peryear 0 o

am nsm 7 2

Maan time since first MM treatment in prevalant patiants

First MM information

For 26,303 patients (64.5%), a hospital stay for MM was the first solely MM information reported during the

inclusion period. Moreaver, for about a quarter of the patients (N=10,484; 25.7%) the salely first reported - s panents
MM information was the combination of a treatment recived with thalidomide or lenalidomide (at least
twice) and2 protein electrophoresis blood sample within 4 months, tts a tonote ] 7290% - .20%
this proportion increases with the years. The presence of LTD status was the first solely MM information for TT + electropha Hospitalization (4]
only 550 (1,4%) patients. The other patients (N= 3410 ; B.4%) had combined MM infermation 1110 patients T T
TT + protein electrophorasis 20 2ms 206 - —
15,484 patinnts
1902 patems Lo puarts - oot w7 pmants o patens
Mortality Number of patients per line of treatment
Survival of 2014-2019 incident patients (26,357 patients)  —wipsrenss - Evolution of tha number of patients in each lina (including treatmant froes intarvals)

Standardized mortality rate was estimated at 4,0 (3.0-5.0) per 100,000 Y in 2018 |hcmdnenwefe\lsumual on January Tst of each year from 2014 to 2019.

time, of incident patients since 2014, calculated since first MM treatment, is 57.4 months,

The number of treated patients for each line tends ta increase overtime going for Instance from 7160 in 2014
to10,751in 2019 for patients in L1

-0 O
e wi @ Qo @

i @ @ @
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40,747 —e——
Overview and evolution of treatment lines palllnl(s;‘;::_t;‘;:n;raMM e Patienteiieh e

in multiple myeloma from 2014 to 2019: b dsominy “ i identified with ATLAS
a retrospective study using the french national claim database (SNDS)

Distribution of pravalent patients 2o p !

Aurore Perrot’, Vincent Augusto’, Marie Pierres’, Matthieu Javelot’, Caroline Guilmet’, Martin Prodel *,
Ludovic Lamarsalle , Marie Laurent*, Isabelle Borget®, Cyrille Touzeau*

itaire du Can use

Distribution of the most common regimens started each year, by line (in %)

Line 1 with tranplant ! !

5,287 patients
-Q@ @ Q@ 0o -

Background
MM disease course s a succession of remissions and relapses, which define lines of treatment. For each line, several regimens can be
used. Although guidelines provide on the disease , real world data are missing to describe which

regimens are used in the daily practice. Regarding recent changes due to the introduction of new drugs, an accurate and updated

erview of MM treatment management is nes "
bihabisid bk dolealenr s eged Line 1 without transplant 20 2o
This study provides a comprehensive overview of these recent changes based on the nationwide Franch NHI databases (called SNDS),

whichinclude b | ds, primary and The aim isto d time of MM 17,858 patients
treatment by line and treatment practice in France, in the context of a new therapeutic landscape.
Methods e ° o

858, cohortidentification
This Is a retrospective observational cohort study including all cases of MM from 2014 to 2019 identified through the SNDS. Cases were ° o

v e °
detected using a validated algorithm which was expanded to consider recent evolutions of MM therapeutic management’, ° °
@R Treatment lines algorithm Line2 .
Treatment lines were re-constructed through an Al algorithm, ATLAS, which is a published adaptation? of the Smith-Waterman .
sequence alignment algorithm, This innovative algorithm gave the temporal flexibility needed to identify lines considering the 13,526 patiants 5
deviations between theoretical regimens and patient claim data. e
For each patient and each theoritical cycle (listed according to recommendations and practices), “ o o o
1. Day-by-day patient claims are scanned to determine a similarity score with the theoritical cycle b 1%, OV 2
2. Scores are smoothed over time to identify the best treatment phase at each time of the patient follow-up - s o
3. Treatment phases are gathered into medical lines persgsed . e
” e °

- Q0 °° ¢ .00 oo

Patient data Ll Line3 " "
’ s © 06 06 0 o
eaient ) (] —|
pre ; : ° ° o o O
va. 76.6% (Similarity score) -23.4% o
& It ’ o © 0 ©
Theoratical i — Ours mane 6 8 @i o o
cycle v (<] o ® ®
X 3 wo @) o (] ®: e
B statistical analysis Uneds :
For each year and each line, the number and percentage of patients starting a regimen this year was assessed. Regimens accounting
for more than 5% are represented. 5,446 patients © o o L) o °
° o e o © ©
Conclusion .
The MYLORD study demonstrates the fast evolution of treatment management of MM patients, due to new drug marketing S ) ° (- ) (-] (] [ -]
authorizations and access.
Daamens 0 B o ° (] [
The study also showed that real-world data are a powerful tool to study treatment lines at a national scale. It leads the way to more o o — — - o
precise analyses of optimal therapeutic sequences, including their impact on the overall survival "
woe @ (] o e [ o

“The year 201 should b Iterpretedwith caution. We are missing some Incidert patints 2 2020 e s requested 10 accurately Kenty WA patierts

European Hematology Associ
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Treatment sequences of all incident
patients from 2014 to 2019

With a transplant and who had 3 lines of treatment
The main course is: L1: VTd, L2: Rd, L: Trig

osx
Without transplant who had 4 lines of treatment
The main course s: 12: Rd, L3: Pom-Dex, L4: Dara mono
-
=
-~
os%

Legend
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Glossary

A Al nteigence MYLORD: Mot 0
edemiolOghcalstudy usivg SHIGAM

ATLAS: Andyss of Treatmert Lines

wsing Alignment of Sequences St
Mo okl Myeoma e Smkri ekl des Dol
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